46 No. 24 W aki et al. W eb-Based System for Sample T rac king in Rice Genome Researc h Program Kazunori W aki 1 Kimik o Y amamoto 1 Isam u Oh ta 1 waki@staff.or.jp yamamoto@staff.or.jp ohta@staff.or.jp Masaki Kise 2 Katsumi Sak ata 1 T akuji Sasaki 1 kise@mi.mss.co.jp ksakata@abr.affrc.go.jp tsasaki@abr.affrc.go.jp 1 Rice Genome Researc h Program, NIAR/ST AFF 446-1 Ippaizuk a, Kamiy ok oba, Tsukuba, Ibaraki, 305-0854, Japan 2 Mitsubishi Space Soft w are Co.,Ltd. 1-17-15 Sengen, Tsukuba, Ibaraki, 305-0047, Japan Keyw ords: sample trac king, genome sequencing, rice, w eb-based system, graphic view 1 In tro duction Rice is one of the ma jor cereal crops and is the principal source of fo o d for ab out half of the w orld’s p opulation. In terms of genome analysis, it has an adv an tage among other cereals b ecause it has the smallest genome size estimated at 430 Mb. A t the Rice Genome Researc h Program (R GP), sequencing of the en tire genome w as launc hed in 1998. So far, more than 1.9 Mb of genome sequence has already b een completed and made a v ailable to the public domain through the DNA Data Bank of Japan (DDBJ) and R GP home page (http://www.dna.affrc.go.jp:82/) . Curren tly , R GP is pro cessing appro ximately 3000 samples p er da y in v arious stages of genome sequencing. This is exp ected to increase in the near future as w e accelerate the sequencing pro cess. In order to monitor the progress of sequencing and the qualit y of sequence data, a sample trac king system has b een devised [1]. The system w as built using a w eb-based soft w are, SDTM (Sample Data T rac king Manager) , and the �rst op erational v ersion has b een completed and ev aluated. The ma jor features of the system include: (1) comprehensiv e system co v ering v arious pro cesses in the lab oratory from sequencing reaction to annotation, (2) graphic view of data based on a w eb-in terface, and (3) bar-co de data managemen t. The system pro vides a lot of useful information necessary for managemen t of large scale sequencing pro jects. 2 Lab oratory Pro cess and Sample T rac king System The di�eren t pro cesses in v olv ed and data deriv ed in eac h step could b e systematically managed from the w eb-based system for sample trac king (Fig. 1). This strategy also pro vides an e�cien t metho d of trac king the sample or data o w at di�eren t stages as w ell as the data pro duced and recorded. The system up dates a w ork history �le in a serv er computer b y running a command at the end of eac h da y to c hec k the resulting data at eac h stage. The progress and qualit y of information are pro cessed using the w ork history �le. 3 Graphic View of Data A graphical view of data is a main feature of the system that allo ws the user to access all relev an t information. An example of graphic view displa ying the progress of lab oratory pro cess, n um b er of base assem bled and qualit y of sequence data is sho wn in Fig. 2.

No. 24 W aki et al. 47 Figure 1: A sc hematic diagram of the di�eren t pro cesses in v olv ed and data deriv ed from the w eb-based system for sample trac king. Figure 2: An example of a graphical view of data sho wing the progress in the di�eren t steps of sequencing as w ell as the qualit y of sequence data. References [1] Sak ata, K., W aki, K., Sasaki, T., Shimom ura, M., and Kise, M., A sample trac king to ol for rice genome sequencing, Genome Informatics 1998 , Univ ersal Academ y Press, 222{223, 1998.